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ABSTRACT
Nasopharyngealcarcinoma(NPC)is a canceroriginatingfromnasopharyngealepithelialtissue.Geneticsusceptibility,
exposureto carcinogens,and Epstein-Barrvirus (EBV)infectionarethe mainfactorsin NPC development.Latent
membraneprotein1 (LMP-1)is a productof EBVgenome,whichis ableto interactwithvariousintracellularsignaling
pathwaysthat leadsto expressionof manyproteins,e.g DNA methyltransferase.The increaseexpressionof DNA
methyltransferasecouldinducehypermetylationof tumorsuppressorgenes(TSG).Ras-associationdomainfamily1A
(RASSF1A)is oneof TSG thatfrequentlyhypermethylatedin NPC cases.The aimof this studyis to determinethe
associationbetweenLMP-1 expressionandpromotermethylationstatusof RASSF1A in NPC patients.Theresearch
subjectswere36 NPC patientsof theDr. SardjitoHospital,Yogyakarta,Indonesia.Latentmembraneprotein1 was
stainedimmunohistochemicallyusingmonoclonalantibodyOT21C. Ras-associationdomainfamily1A methylation
statuswas examinedbymethylationspecificPCR (MSP)of DNA isolatedfromnasopharyngealbrushing.Chi-square
analysiswas conductedto examinetheassociationbetweenLMP-1 expressionandmethylationstatusof RASSF1A
with 95% confidenceinterval.Latentmembraneprotein1 was expressedin 44.4% subjects.The scoresof ~MP-1
expressionwererangedfrom0-8 (averageof 1.56 :t 2.16).Ras-associationdomainfamily1A methylatedin66.7%of
subjects.Statisticalanalysisshowedthattherewas a relationshipbetweenLMP-1expressionandmethylationstatus
of RASSF1A (p<0.05).StatisticalanalysisalsoshowedassociationbetweenLMP-1expressionscoreandRASSF1A
methylationstatus(p<0.05). Itcanbeconcludedthattherewasanassociationbetweentheexpressionof LMP-l and
RASSF1A methylationstatusinNPCpatients. ,j
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INTRODUCTION
Nasopharyngealcarcinoma(NPC) is cancer
originatedfromnasopharyngealsquamousepithelial
cells.Theincidenceof NPC is scatteredin distinct
populationsin severalareasworldwide,suchas
China,EastAsia,SoutheastAsia,Artie,Alaska,North
AfricaandNorthAmerica.'Thisincidencepattern
indicatesthe contributionsof genetic and
environmentalf ctorsin thedevelopmentof this
cancer.!However95%NPC casesarerelatedto
.correspondingauthor:aghie666@yahoo.com
Epstein-Barrvirus(EBV) infectionwhichindicates
thatEBV isaprimaryfactorinNPC development.2,3
Epstein-BarrviruSis a DNA virusthatinfects
morethan90%of theadultpopulation,andthe
infectionlastsforlifetime.Severaldiseasesareknown
as EBV associateddiseasese.g infectiousmono-
nucleosis,Hodgkin'sdisease,Burkitt'slymphoma,
NPC, oralhairyleukoplakia,ndundifferentiated
gastricarcinoma.4Epstein-Barrvirusispotentialtobe
consideredasanorganicvirusduetotheexpressionof .
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